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#* Advanced solver technology provides fast, accurate CFD results p 0.8lo 0.7 0 0.85 6y, |
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ANSYS FLUENT software as an integral part of their design profiles are explained by changes (decrease) in local viscosity near the interfaces.
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#* Using Fractional Step Method (good for transient incompressible flows) 1000 #* Simulation of multiphase flow with a mono-nucleotide
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#* Applying coarse-grained method for complex fluids like bio-
molecular assemblies
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(a) Fluent waiting time and (b) LAMMPS total simulation time in a hybrid CFD-MD simulation,
with different system sizes (number of particles), using 1 GPU in double precision and 1
processor for LAMMPS and 1 processor for FLUENT on Philip cluster compared with that of one
CPU (4 processors) for LAMMPS and 1 processor for FLUENT on QueenBee.
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